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Construction of precise assays by the mathematical modeling of
intracellular protein—protein interaction
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2018 Nov 29, U Northwestern

Invited seminar Renee Dale, Mathematical Modeling in Firefly luciferase and the

mutants

2018 Nov 12, Danforth Plant Science

Center

Invited seminar Renee Dale, Mathematical Modeling in Firefly luciferase and the

mutants

2018 Apr 18, Online
CIRTL Teaching-As-Research Network

Invited talk Renee Dale, Student gains in a graduate course on mathematical mo

deling in cell biology



